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Measuring Stability
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Harrington et al. (2021)
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Data
Robinson-Foulds Distance
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Regions of Instability
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Regions of Instability
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Regions of Instability
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Predicting Instability
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Predicting Instability
Random Forest Classification
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Predicting Instability
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Supplement
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Supplement
Random Forest Classification
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Supplement
Regression
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Supplement
TII Feature importances
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LWR vs TII
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Distance to low bootstrap vs TII
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Tree distance ratio vs TII
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